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Chromosome  IMGSAC, 1998(99) Philippe et al., 1999(51) Risch et al,, 1999(139) CLSA, 1999(75)
Locus Position Multipoint  Locus Position  Multipoint Locus Position Multipoint Locus Position  Multipoint
(cM) MLS® (cM) MLS® (cM) MLS® cM) het score®
1p - — - - — - Near ND 2.15 - - —
D1S1675
24 D2S142~ 161.3- 0.52 D28382- 169.4- 0.64 - - - - - -
D2S326 177.5 D2S364 186.2
64 - — — D65283~ 109.2- 2.23 - - - - - -
D6S261 120.3
74 D7S530- 134.5- 2.53 D75486 124.0 0.83 D751804 136.9 0.93 D751813 103.6 2.2
D75684 147.2
1349 - - — - - — D135800 55.3 0.68 D13S800 55.3 3.0
16P D16S407-  18.1- 1.51 D16S3075-  23.3-39.0 0.74 - - - - - —
D16S3114  23.3 D1653036
1849 - - — D18S68 96.5 0.62 D185S878 ND 1.00 - — —
19p D19S221-  36.2- 0.99 D19S226 42.3 1.37 = — - - - -

D19549 50.8

For each group, the number of multiplex families is indicated in parentheses. Positions are in centiMorgans from pter taken from the relevant Marshfield

chromosome sex-averaged linkage map.

MLS, multipoint maximum LOD score as determined by *ASPEX and "M APMAKER/SIBS.

*Maximum multipoint heterogeneity LOD (MMLS/het) score.

Regions of multipoint MLS are shown in bold for each group. ND, not determined.
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